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1. A recombinant or isolated collagen binding 
integrin subuftit alO comprising essentially the amino 
acid sequence tehown in SEQ ID No. 1 or SEQ ID No. 2, or 
homologues or nragments thereof having essentially the 
same biological\ activity. 

2 . A process of producing a recombinant integrin 
subunit alO comprising essentially the amino acid 
sequence shown iA SEQ ID No. 1 or SEQ ID No. 2, or 
homologues or fragments thereof having essentially the 
same biological activity, which process comprises the 
steps of \ 

a) isolating a\ polynucleotide comprising a nucleo- 
tide sequence codindr for an integrin subunit alO, or 
homologues or fragments thereof having essentially the 
same biological activity, 

b) constructing en expression vector comprising the 
isolated polynucleotide, 

c) transforming a host cell with said expression 
vector, 

d) culturing said transformed host cell in a culture 
medium under conditions suitable for expression of inte- 
grin subunit alO, or ttomologues or fragments thereof hav- 
ing essentially the safae biological activity, in said 
transformed host cell, land, optionally, 

e) isolating the integrin subunit alO, or homologues 
or fragments thereof having essentially the same 
biological activity, frdU, said transformed host cell or 
said culture medium. \ 

3." A procdss of providing- an integrin subunit alO, 

homologues olr fragments thereof having essentially the 
same biological activity, whereby said subunit is 
isolated from a cell in which it is naturally present. 

4. An isolated! polynucleotide comprising a nucleo- 
tide coding for an integrin subunit alO, or for homolo- 
gues or fragments thereof having essentially the same 
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biological a 



ntivity, which polynucleotide comprises 




15 




25 




35 



essentially bhe nucleotide sequence shown in SEQ ID No. 1 
or SEQ ID No|. 2 or suitable parts thereof. 

5. An isolated polynucleotide or oligonucleotide 
which hybridises to a DNA or RNA coding for an integrin 
subunit alO; or for homologues or fragments thereof 
having essentially the same biological activity, where- 
in said polynucleotide or oligonucleotide fails to 
hybridise to a DNA or RNA encoding an integrin subunit 
al . 

6. A vectotr comprising a polynucleotide or oligo- 
nucleotide coding for an integrin subunit ctlO, or for 
homologues or fragments thereof having essentially the 
same biological tacit ivty, which polynucleotide or oli- 
gonucleotide comprises essentially the nucleotide 
sequence shown iA SEQ ID No. 1 or SEQ ID No. 2 or parts 
thereof. I 

7 . \A vector comprising a polynucleotide or oligonu- 
eotide Vhich hybridises to a DNA or RNA coding for an 

integrin suimnit alO, or for homologues or fragments 
thereof, wherein said polynucleotide or oligonucleotide 
fails to hybridJsse to a DNA or RNA encoding an integrin 
subunit al . 

8. A cell containing the vector as defined in any 
one of claims 6 and 7. 

9. A cell generated by steps a) to d) of the process 
as defined in cl^im 2, in which a polynucleotide or 
oligonucleotide apding for an integrin subunit alO, or 
for homologues orXfragments thereof having essentially 
the same biologicau acitivity, which polynucleotide or 
oligonucleotide comprises the nucleotide sequence shown 
in SEQ ID No. 1 or EEQ ID No. 2 or parts thereof, has 
been stably integrated in the cell genome. 

10. Binding entities having the capability of bind- 
ing specifically to am integrin subunit alO comprising 
the amino acid sequence of SEQ ID No. 1 or SEQ ID No. 2, 
or to homologues or fragments thereof . 
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r' 11. Binding entities according to claim 10, which 

are chosen fr&m the group comprising proteins, peptides, 
carbohydrates, \ lipids, natural integrin binding ligands, 
and fragments thereof . 
5 12. Binding \entities according to claim 10, which 

are polyclonal or\monoclonal antibodies, or fragments 
thereof . 

13 . A recombinant or isolated integrin heterodimer 
comprising a\ subunit ctlO and a subunit p, in which the 
subunit alO cbmprises essentially the amino acid sequence 
shown in SEQ ID No. 1 or SEQ ID No. 2, and homologues and 
fragments thereof having essentially the same biological 
activity . 

14. A recombinant or isolated integrin heterodimer 
according to claim 13, wherein the subunit P is pi. 

15. A pVocess of producing a recombinant integrin 
heterodimer domprising a subunit alO and a subunit p, in 
which the subtinit alO comprises essentially the amino 
acid sequence \shown in SEQ ID No. 1 or SEQ ID No. 2, and 
homologues and! fragments thereof having essentially the 
same biological^ activity, which process comprises the 
steps of 

a) isolatirkj one polynucleotide comprising a nucleo- 
tide sequence cofling for a subunit otlO of an integrin 
heterodimer and, \optionally, another polynucleotide com- 
prising a nucleotide sequence coding for a subunit p of 
an integrin heterddimer , . or polynucleotides or oligo- 
nucleotides coding\ for homologues or fragments thereof 
having essentially \ the same biological activity, 

b) constructing an expression vector comprising 
said isolated polynucleotide coding for said subunit alO 
optionally in combination with an expression vector com- 
prising said isolate^ nucleotide coding for said subunit 

p, 

c) transforming A host cell with said expression 
vector or vectors, 
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d) culfcuring said transformed host cell in a culture 
medium under conditions suitable for expression of an 
integrin hetlerodimer comprising a subunit alO and a sub- 
unit P, or homologues or fragments thereof having 

5 essentially fthe same biological activity, in said 
transformed Host cell, and, optionally, 

e) isolating the integrin heterodimer comprising a 
subunit alO and a subunit p, or homologues or fragments 
thereof having\ essentially the same biological activity, 

10 or the alO subunit thereof from said transformed host 
cell or said culture medium. 

16. A Arocess of providing a integrin heterodimer 
bmprising a\ subunit alO and a subunit p, or homologues 
fragments \t hereof having essentially the same 
biological activity, whereby said integrin heterodimer is 
isolated f rom \i cell in which it is naturally present. 
17 ■ A tell containing a first vector, said first 
/ vector comprising a polynucleotide or oligonucleotide 
coding for a\ subunit alO of an integrin heterodimer, or 
20 for homologues or parts thereof having essentially the 
same biologiqal activity, which polynucleotide or 
oligonucleotide comprises essentially the nucleotide 
sequence showrA in SEQ ID No. 1 or SEQ ID No. 2 or parts 
thereof, and a \second vector, said second vector 
25 comprising a polynucleotide or oligonucleotide coding for 
a subunit p of ah integrin heterodimer, or for homologues 
or fragments thereof having essentially the same 
biological activil 

18. Banding entities having the capability of bind- 
Ig specifrcally to an integrin heterodimer comprising 
a subunit ocl\) and a subunit p, or to homologues or frag- 
ments thereof\having essentially the same biological 
activity, or aX subunit alO thereof, having essentially 
the same biologrtal activity. 
35 19. Binding entities according to claim 18, wherein 

the subunit p is pi . 
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2 0 A Binding entities according to claim 18 or 19 , 
hich are\ chosen among the group comprising proteins, 
peptides, \carbohydrates , lipids, natural integrin bind- 
ing ligande, and fragments thereof. 

21. Binding entities according to claim 18 or 19, 
which are polyclonal or monoclonal antibodies 

22. A fragment of the integrin subunit ctlO, which 
fragment is a peptide chosen from the group comprising 
peptides of the cytoplasmic domain, the I -domain and the 
spliced domain. 

23. A frkgment according to claim 22, which is a 
peptide comprising the amino acid sequence 

klgffahkkipeeeWeekleq . 

24. A fragment according to claim 22, which com- 
prises the amincX acid sequence from about amino acid 
No. 952 to about ^mino acid no. 98 6 of SEQ ID No . 1. 

25. A fragment according to claim 22, which is a 
peptide comprising\the amino acid sequence from about 
amino acid No. 140 to about, amino acid no. 337 of 
SEQ ID No. 1. 

26. A method of producing a fragment of the integrin 
subunit oclO as definetl in any one of claims 22-2 5, which 
method comprises a sequential addition of amino acids 
containing protective groups , 

27. A polynucleotide or oligonucleotide coding for 
a fragment of the integrin subunit oclO as defined in any 
one of claims 22-25. 

28. Binding entitie^ having the capability of bind- 
ing specifically to a fragment of the human integrin sub- 
unit oclO as defined in anyVone of claims 22-25. 

2 9.' Binding entities according to claim 28, which 
are/chosen from thA group comprising proteins, peptides, 
rbohydrates, lipias, natural integrin binding ligands, 
fend fragments thereof 

30. Binding entities according to claim 28, which 
are polyclonal or monoclonal antibodies, or fragments 
thereof . 
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31. An\in vitro process of using an integrin subunit 
alO comprising the amino acid sequence shown in SEQ ID 
No. 1 or SEQ\lD No. 2, or an integrin heterodimer 
comprising satd subunit alO and a subunit p, or a 
homologue or fragment of said integrin or subunit having 
essentially th& same biologically activity, as a marker 
or target molecVile of cells or tissues expressing said 
integrin subunitt alO, which cells or tissues are of 
animal including! human origin. 




An in vitro process according to claim 31, 
whereby saiti fragment is a peptide chosen from the group 
comprising peptides of the cytoplasmic domain, the I- 
domain and the\spliced domain. 



20 




30 
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33. An\in. vitro process according to claim 31, 
whereby said\ fragment is a peptide comprising the amino 
acid sequence! KLGFFAHKKI PEEEKREEKLEQ . 

34. An i A vitro process according to claim 31, 
whereby said fragment comprises the amino acid sequence 
from about amino acid no. 952 to about amino acid no. 986 
of SEQ ID No. l.\ 

35. An in vAtro process according to claim 31, 
whereby said fragment comprises the amino acid sequence 
from about amino acid no. 140 .to about amino acid no. 337 
of SEQ ID No. 1. \ 

36 . AnV in Vltrb process according to claim 31, 
whereby the s^ubunit p is pi . 

37. An irk vitro process according to claim 31, 
whereby said cells are chosen from the group comprising 
chondrocytes, smooth muscle cells, endothelial cells, 
osteoblasts and fibroblasts. 

38. An in vitA process according to any one of 
claims 31-37, which process is used during pathological 
conditions involving sstid subunit oclO. 

39. An in vitro process according to claim 38, which 
pathological conditions cpmprise damage of cartilage. 
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40. V^n in vitro process according to claim 38, which 
pathological conditions comprise trauma, rheumatoid 
arthritis and osteoarthritis. 

41. ArA in vitro process according to any one of 
claims 31-3A, which is a process for detecting the 
formation of\cartilage during embryonal development. 

42. An iA vitro process according to any one of 
claims 31-37, which is a process for detecting 
physiological ok therapeutic reparation of cartilage. 

43. An in vitro process according to any one of 
claims 31-37, whiah is a process for selection and 
analysis, or for sorting, isolating or purification of 
chondrocytes . 

44. An in vitro process according to any one of 
claims 31-37, which ia a process for detecting 
regeneration of cartilage or chondrocytes during 
transplantation of cartilage or chondrocytes. 

45. A process according to any one of claims 31-37, 
which is a process for in vitro studies of dif ferentia- 
tio n of chondrocyt e ^ 

46. aA in vitro process of using binding entities 
having the Capability of binding specifically to an 
integrin subunit alO comprising the amino acid sequence 
shown in SEQ uD No. 1 or SEQ ID No. 2, or an integrin 
heterodimer comprising said subunit alO and a subunit p, 
or to homologues or fragments thereof having essentially 
the same biological activity, as markers or target 
molecules of cells or tissues expressing said integrin 
subunit alO, whiph cells or tissues are of animal 
including human dip i gin. 

^ / 47. An 3sn vitro process according to claim 46, 
wKereby said fragment is a peptide chosen from the group 
comprising peptides of the cytoplasmic domain, the I- 
domain and the spliced domain. 

48. An Vn vitro process according to claim 46, 
whereby said vEragment is a peptide comprising the amino 
acid sequenceVKLGFFAHKKIPEEEKREEKLEQ . 
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P^P^f^V*/ 49. An iri vitro process according to claim 46, 

/ whereby said fjragment comprises the amino acid sequence 
( from about ami^o acid no. 952 to about amino acid no. 98 6 
of SEQ ID No. 

5 50. An in Wtro process according to claim 46, 

whereby said fragment comprises the amino acid sequence 
from about amino! acid no. 140 to about amino acid No. 337 
of SEQ ID No. 1 
.(^T^V 51 • An Vn vitro process according to claim 46, 
10 ^^hereby the sVibunit P is (3l. 

52. AA in vitro process according to any one of 
claims 46-51, which is a process for detecting the 
presence of Wn integrin subunit ctlO comprising the amino 
acid sequence shown in SEQ ID No. 1 or SEQ ID No. 2, or 
of an integrin heterodimer comprising said subunit oclO 
and a subunit p# or of homologues or fragments thereof 
having essentially the same biological activity. 

53. i^i in vitro process according to any one of 
ms 46-5\, which process is a process for determining 

the differentiation- state of cells during embryonic 
development, arvqiogenesis , or development of cancer. 

54. An \in vitro process for detecting the presence 
of a integrik subunit alO, or of a homologue or fragment 
of said integVin subunit having essentially the same 
biological acaivity, on cells, whereby a polynucleotide 
or oligonucleotide chosen .from the group comprising a 
polynucleotide or oligonucleotide shown in SEQ ID No. 1 
is used as a marker under hybridisation conditions 
wherein said polynucleotide or oligonucleotide fails to 
hybridise to a Dl^ or RNA encoding an integrin subunit 
ccl . 

55 • An ^ n ^i^ro process according to claim 54, 
wjblereby said cells, are chosen from the group comprising 
chondrocytes, smootii muscle cells, endothelial cells, 
35 osteoblasts and fibroblasts, 

56. An in vitro jArocess according to claim 54, 
whereby said fragment lfe a peptide chosen from the group 
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comprising peptides of the cytoplasmic domain, the I- 
domain and the spliced domain. 

57. hn in vitro process according to claim 54, 
whereby saM.d fragment is a peptide comprising the amino 
acid sequerite KLGFFAHKKIPEEEKREEKLEQ . 

58. An un vitro process according to claim 54, 
whereby said\f ragment comprises the amino acid sequence 
from about amino acid No. 952 to about amino acid no. 986 
of SEQ ID No. 



15 



20 



25 



to 



3 5 



£,|*V> 59. ^n in vitro process according to claim 54, 

whereby sadd fragment comprises the amino acid sequence 
from about ^mi no acid No. 14 0 to about amino acid No. 33 7 
of SEQ ID N&. 1. 

60. An ^n vitro process according to any one of 
claims 54 - 59 , V^hich is a process for determining the 
differentiation-state of cells during development, in 
pathological conditions, in tissue regeneration or in 
therapeutic and physiological reparation of cartilage. 

61. An in vi\ro. process according to claim 60, 
wherein the pathological conditions are any pathological 
conditions involving the integrin subunit alO. 

62. An in vi tro\ process according to claim 61, 
whereby said pathological conditions are rheumatoid 
arthritis, osteoarthrosis or cancer. 

63. An in vitro process according to claim 60, 
whereby said cells are chosen from the group comprising 
chondrocytes, smooth muscle cells, endothelial cells, 
osteoblasts and fibroblast^ 




64. An\in vitro process for determining the 
dif f erentiatVon-state of cells during development, in 
pathological \condit ions, in tissue regeneration and in 
therapeutic amd physiological reparation of cartilage, 
whereby a polynucleotide or oligonucleotide chosen from 
the nucleotide! sequence shown in SEQ ID No. 1 is used as 
a marker under ihybridisat ion conditions wherein said 
polynucleotide pr oligonucleotide fails to hybridise to a 
DNA or RNA encoding an integrin subunit al . 
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An in vitro process according to claim 64, 
whereby said polynucleotide or oligonucleotide is a 
polynucleotide or oligonucleotide coding for a peptide 
chosen from the group comprising peptides of the 
fS cytoplasmic domaim the I - domain .rnri th Q Rp 1 Hnm^jp, 
^^^2J^ 66- Aii in vitro process according to claim 65, 
whereby said polynucleotide or oligonucleotide is a 
polynucleotide or oligonucleotide coding for a peptide 
comprising thfe amino acid sequence 
1 0 KLGFFAHKKI PEEEfcREEKLEQ . 

67. An in Vitro process according to claim 65, 
whereby said peptide comprises the amino acid sequence 
from about amino a^cid no. 952 to about amino acid no. 986 
of SEQ ID No. 1. 
15 68. An in vitrA process according to claim 65, 

whereby said peptide Comprises the amino acid sequence 
from about amino acid Vo. 14 0 to about amino acid no. 337 
of SEQ ID No. 1 . 



"20 ^w 



69. An in vitro process according to claim 65, 
whereby said pathological conditions are any pathological 
conditions involving the integrin subunit alO. 

70. An ir\ vitro process according to claim 69, 
whereby said pathological conditions are rheumatoid 
arthritis, osteoarthrosis or cancer. 

25 71. An in vV tro process according to claim 69, 

whereby said patl^plogical conditions are atherosclerosis 
or inflammation. 

72. An in vidro process according to any one of 
claims . 64-71 , whereby said cells are chosen from the 
30 group comprising chondrocytes, smooth muscle cells, 
endothelial cells, osteoblasts and fibroblasts. 




73 . pharmaceutical composition comprising as an 
ctive ingredient a pharmaceutical agent or an antibody 
which is capable of using an integrin heterodimer com- 
35 prising a subVnit alO and a subunit P, or the subunit alO 
thereof, or a opmologue or fragment of said integrin or 
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subunit alO having essentially the same biological 
activity, \as a target molecule. 



74. A pharmaceutical composition according to claim 
73, for use in stimulating, inhibiting or blocking the 

5 formation of cartilage, bone or blood vessels. 

75. A pharmaceutical composition according to claim 
73, for use in preventing adhesion between tendon/liga- 
ments and the surrounding tissue after infection, inflam- 
mation and after surgical intervention where adhesion 

10 impairs the function of the tissue. 

^ — ^ 76. A Vaccine comprising as an active ingredient an 
A^^Mntegrin heperodimer comprising a subunit alO and a sub- 

yy unit p, or tAe subunit alO thereof, or a homologue or 

fragment of skid integrin or subunit alO, or DNA or RNA 

15 coding for said integrin subunit alO. 

0^^1f|^p>77. \jn vitro use of the integrin subunit alO as a 
rrtarker orVzarget in transplantation of cartilage or 

^-^^ chondrocyte^ . 
<2^HP^^ 78. An in vitro method of using binding entities 

JZv having the capability of binding specifically to an 

integrin subunit alO comprising the amino acid sequence 
shown in SEqYed No. 1 or SEQ ID No. 2, or an integrin 
heterodimer comprising said subunit alO and a subunit p, 
or to homologies or fragments thereof having essentially 

25 the same biological activity, for promoting adhesion of 
chondrocytes and/or osteoblasts to surfaces of implants 
to stimulate os$eointegrat ion._ 




35 



\^~J 7 9 . A method of in vitro detecting the presence of 
ntegrin binding entities, comprising interaction of an 
integrin heterodimer comprising a subunit alO and a sub- 
unit P, or the subunit alO thereof, or a homologue or 
fragment of said integrin or subunit having essentially 
the same biological \ctivity, with a sample, thereby 
causing said integrin\ subunit alO, or homologue or 
fragment thereof, to modulate the binding to its natural 
ligand or other integrity binding proteins present in said 
sample . 
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80. A menhod of in vitro studying consequences of 
the interaction of a human heterodimer integrin compris- 
ing a subunit itlO and a subunit p, or the subunit alO 
thereof, or a nomologue or fragment of said integrin or 
subunit having Essentially the same biological activity, 
with an integrin binding entity and thereby initiate a 
cellular reaction . 

81. A methop according to claim 80, whereby the con- 
sequences of saiqi interactions are measured as altera- 
tions in cellulaij functions 

82 . An in vitro method of using DNA or RNA encoding 
an integrin subunit alO or homologues or fragments 
thereof as a targdt molecule. 

83. An in vi tiro method according to claim 82, 
whereby a polynucleotide or oligonucleotide hybridises to 
the DNA or RNA encoding an integrin subunit alO, or 
homologues or fragnWnts thereof having essentially the 
same biological activity, and whereby said polynucleotide 
or oligonucleotide Sails to hybridise to a DNA or RNA 
encoding an integrin subunit al. 

84. An in vitro\ method of using a human heterodimer 
integrin comprising A subunit alO and a subunit p, or the 
subunit alO thereof, br a homologue or fragment of said 
integrin or subunit, Jpr a DNA or RNA encoding an integrin 
subunit alO or homoloques or fragments thereof, as a 
marker or target molec\ile during angiogenesis . 





85. A\pharmaceut ical composition comprising as an 
ctive ingredient a pharmaceutical agent or an antibody 

which is capable of stimulating cell surface expression 
of an integrin heterodimer comprising a subunit alO and a 
subunit p, or the subunit alO thereof, or a homologue or 
fragment of saiu integrin or subunit alO having 
essentially the s^ame biological activity. 

86. A pVocess of using a collagen binding integrin 
subunit alO Comprising the amino acid sequence shown in 
SEQ ID No. 1 lor SEQ ID No. 2, or an integrin heterodimer 
comprising said subunit alO and a subunit P, or a 
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homologue or fragment of said integrin or subunit having 
essentially Ithe same biologically activity, as a marker 
or target molLecule of cells or tissues expressing said 
integrin submnit alO, which cells or tissues are of 



animal including human origin. 



■ BT: a process according to claim 86, whereby said 

fragment ik a peptide chosen from the group comprising 
peptides of \the cytoplasmic domain, the I -domain and the 
spliced domai| 



88. A prbcess according to claim 86, whereby said 
fragment is a\peptide comprising the amino acid sequence 
KLGFFAHKKI PEEE^REEKLEQ . 

89. A process according to claim 86, whereby said 
fragment comprises the amino acid sequence from about 
amino acid no. 95E to about amino acid no- 986 of 

SEQ ID No. 1. 

90. A process \according to claim 86, whereby said 
fragment comprises &he amino acid sequence from about 
amino acid no. 14 0 tV about amino acid no. 33 7 of 
SEQ ID No. 1 . 



91. A process according to claim 86, whereby the 



subunit 



-s pi 



92. A process according to claim 86, whereby said 
cells are chosen f^pm the group comprising chondrocytes, 
smooth muscle cells ,\ endothelial cells, osteoblasts and 
fibroblasts . 

93. A process accdrding to any one of claims 86-92, 
which process is used during pathological conditions 
involving said subunit ccl\ 

94. A process according to claim 93, which patho- 
logical conditions comprise \damage of cartilage. 

95. A process according \o claim 93, which patho- 
logical conditions comprise tr\uma, rheumatoid arthritis 
and osteoarthritis . 

96. A process according to atay one of claims 86-92, 
which is a process for detecting che formation of car- 
tilage during embryonal development 
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97. A brocess according to any one of claims 86-92, 
which is a process for detecting physiological or thera- 
peutic reparation of cartilage. 

98. A process according to any one of claims 86-92, 
which is a process for detecting regeneration of carti- 
lage or chondrocytes during transplantation of cartilage 
or chondrocytes 







99. A process of using binding entities having the 
capability of \ binding specifically to an integrin subunit 
otlO comprising the amino acid sequence shown in SEQ ID 
No. 1 or SEQ lb No. 2, or an integrin heterodimer com- 
prising said smbunit alO and a subunit p, or to homo- 
logues or fragnWnts thereof having essentially the same 
activity, as markers or target molecules of cells or 
tissues expressing said integrin subunit alO, which cells 
or tissues are ot animal including human origin. 
(^rjT/lOO. AWocess according to claim 99, whereby said 

ragment is akpeptide chosen from the group comprising 
peptides of tnte cytoplasmic domain, the I -domain and the 
spliced domain, 

101. A vprocess according to claim 99, whereby said 
fragment is a peptide comprising the amino acid sequence 
KLGFFAHKKIPEHEKREEKLEQ 

102. A process according to claim 99, whereby said 
fragment comprises the amino acid sequence from about 
amino acid no. \ 952 to about amino acid no. 986 of 
SEQ ID No . 1 . 

103. A probess according to claim 99, whereby said 
fragment comprises the amino acid sequence from about 
amino acid no. 1&0 to about amino acid No. 337 of 
SEQ ID No. 1 . 

104. \A process according to claim 99, whereby the 
unit (J Ite pi. 

105. A\process according to any one of claims 99- 
104, which :4s a process for detecting the presence of an 
integrin summit alO comprising the amino acid sequence 
shown in SEQ\ ID No . 1 or SEQ ID No . 2 , or of an integrin 
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heterodimer comprising said subunit ctlO and a subunit p, 
or of homologues or fragments thereof having essentially 
the same biologically activity. 

106. A process according to any one of claims 99- 
4, which process is a process for determining the 

dif f erentiatiton-state of cells during embryonic 
development, an^jiogenesis , or development of cancer. 

107. A prdcess for detecting the presence of an 
integrin subunit otlO, or of a homologue or fragment of 
said integrin subunit having essentially the same 
activity, on cells, whereby a polynucleotide or 
oligonucleotide chosen from the group comprising a 
polynucleotide or \oligonucleot ide shown in SEQ ID No. 1 
is used as a markeor under hybridisation conditions 
wherein said polynucleotide or oligonucleotide fails to 
hybridise to a DNA pr RNA encoding an integrin subunit 
ccl . 

108. A Yrocess according to claim 107, whereby said 
cells are choken from the group comprising chondrocytes, 
smooth muscle cells, endothelial cells, osteoblasts and 
fibroblasts . 

109. A ■ process according to claim 107, whereby said 
fragment is a peptrde chosen from the group comprising 
peptides of the cytoplasmic domain, the I-domain and the 
spliced domain, 

110. Ayprocess according to claim 107, whereby said 
fragment is b peptide comprising, the amino acid sequence 
KLGFFAHKKI PESEKREEKLEQ . 

111. A process according to claim 107, whereby said 
fragment comprises the amino acid sequence from about 
amino acid No A 952 to about amino acid no. 986 of 

SEQ ID No. 1. 

112. A prdcess according to claim 107, whereby said 
fragment comprises the amino acid sequence from about 
amino acid No. 0.4 0 to about amino acid No. 33 7 of 
SEQ ID No. 1 . 
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113. Alprocess according to any one of claims 107- 
112, which i\s a process for determining the 
differentiation-state of cells during development, in 
pathological conditions, in tissue regeneration or in 
therapeutic and physiological reparation of cartilage. 

114. A process according to claim 113, wherein the 
pathological conditions are any pathological conditions 
involving the iAtegrin subunit oclO. 

115. A process according to claim 113, whereby said 
pathological conaitions are rheumatoid arthritis, osteo- 
arthrosis or cancer. 

116. A procesB according to claim 113, whereby said 
cells are chosen from the group comprising chondrocytes, 
smooth muscle cellsY endothelial cells, osteoblasts and 
f ibroblas 

117. A process for determining the differentiation 



10 
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20 



state of cells during development, in pathological con- 
ditions, in tVssue regeneration and in therapeutic and 
physiological preparation of cartilage, whereby a poly- 
nucleotide or ©li9 onuc l eot ide chosen from the nucleotide 
sequence shown lin SEQ ID No. 1 is used as a marker under 
hybridisation conditions wherein said polynucleotide or 
oligonucleotide \f ails to hybridise to a DNA or RNA encod- 
ar\ i ntpgri njsubunit al . 




118. A\ process according to claim 117, whereby saic 
blynucleotiSe or oligonucleotide is a polynucleotide or 
oligonucleotide coding for a peptide chosen from the 
group comprising peptides of the cytoplasmic domain, the 
I -domain and the\spliced domain. 




35 



119 A A process according to claim 117, whereby said 
polynucleotide or oligonucleotide is a polynucleotide or 
oligonucleotide coding for a peptide comprising the amino 
acid sequence KLGFFAHKKI PEEEKREEKLEQ . 

120. A Process according to claim 117, whereby said 
polynucleotide or oligonucleotide is a polynucleotide or 
oligonucleotide coding for a peptide comprising the amino 
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acid sequence from about amino acid no. 952 to about 
amino acid\no. 986 of SEQ ID No. 1. 

121. A\ process according to claim 117, whereby said 
polynucleotide or oligonucleotide is a polynucleotide or 
oligonucleotide coding for a peptide comprising the amino 
acid sequence\f rom about amino acid no. 14 0 to about 
amino acid no.\3 3 7 of SEQ ID No. 1. 
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122. A process according to claim 117, whereby said 
pathological conditions are any pathological conditions 
involving this integrin subunit oclO. 

123. A process according to claim 117, whereby said 
pathological conditions are rheumatoid arthritis, osteo- 
arthrosis or caVicer. 

124 . A process according to claim 117, whereby said 
pathological conditions are atherosclerosis or inflamma- 
tion . 

125. A process according to any one of claims 117- 
124, whereby said calls are chosen from the group 
comprising chondrocytes , smooth muscle cells, endothelial 
cells, osteoblasts and^ fibroblasts . 

126. A method of lining an integrin subunit oclO as 
defined in claim 1 as a Varker or target in 
transplantation of cartilage or chondrocytes, 

12T 



30 



"lueLlroa ot using binding entities having the 
capability df binding specifically to an integrin subunit 
oclO comprising the amino acid sequence shown in SEQ ID 
No. 1 or SEQ uD No. 2, or an integrin heterodimer com- 
prising said subunit alO and a subunit p, or to homo- 
logues or fragments thereof having essentially the same 
biological activity, for promoting adhesion of 
chondrocytes arki/or osteoblasts to surfaces of implants 
to stimula te osa^eoii 

12 8. Us^of an integrin heterodimer comprising an 
Integrin subun\t alO and a subunit (3, or the subunit alO 
thereof, or a hotaologue or fragment of said integrin or 
subunit alO havingv essentially the same biological 
activity, as a targ\t for ant i -adhesive drugs or 
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molecules in tendon, ligament, skeletal muscle or other 
tissues whqre adhesion impairs the function of the 
tissue . 

129. A \method of stimulating, inhibiting or blocking 
the formation of cartilage or bone, comprising admini- 
stration to ci subject a suitable amount of a pharmaceuti- 
cal agent or kn antibody which is capable of using an 
integrin hetenodimer comprising a subunit alO and a sub- 
unit P, or thel subunit alO thereof, or a homologue or 

10 fragment of said integrin or subunit alO having 

essentially the\ same biological activity, as a target 
molecule . 

130. A methbd of preventing adhesion between tendon/ 
ligaments and tha surrounding tissue after infection, 

15 inflammation and Wfter surgical intervention where adhe- 
sion impairs the function of the tissue, comprising admi- 
nistration to a subject a suitable amount of a pharmaceu- 
tical agent or an kntibody which is capable of using an 
integrin heterodimar comprising a subunit alO and a sub- 
2 0 unit p, or the subunit alO thereof, or a homologue or 
fragment of said innegrin or subunit alO having 
essentially the same\ biological activity, as a target 
molecule , 

131. A method of\ stimulating extracellular matrix 

2 5 synthesis and repair Iby activation or blockage of an 

integrin heterodimer aomprising a subunit alO and a sub- 
unit P, or of the subumit alO thereof, or of a homologue 
or fragment of said innegrin or subunit alO having 
essentially the same biological activity. 
30 132. A method of using DNA or RNA encoding an inte- 

grin subunit alO or homo\Logues or fragments thereof as 
a target molecule, 

133. A method according to claim 132, whereby a 
polynucleotide or oligonucleotide hybridises to the DNA 

3 5 or RNA encoding an integrin subunit alO or homologues or 

fragments thereof and whereby said polynucleotide or oli- 
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gonucleoticte fails to hybridise to a DNA or RNA encoding 
en integrin\subunit ocl . 

134. A method of using a human heterodimer integrin 
comprising a teubunit alO and a subunit p, or the subunit 
cclO thereof, oV a homologue or fragment of said integrin 
or subunit having essentially the same biological 
activity, or a I3NA or RNA encoding an integrin subunit 
alO or homologues or fragments thereof, as a marker or 
target molecule during angiogenesis . 
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